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AMENDMENTS TO THE SPECIFICATION 

IN THE SPECIFICATION 

Amend the paragraph on page 3, line 19 as follows: 

Fig. 2 is a drawing showing the nucleotide sequences of the 
target nucleic acids and various probes used in Examples of the 
present invention, as well as the regions at which they hybridize. 
Figure 2-a shows SEQ ID NOS: 1-7 and residues 1-80 of SEQ ID NO: 23. 
Figure 2-b shows SEQ ID NOS : 8-10 and residues 1-80 of SEQ ID NO: 
24. Figure 2-c shows SEQ ID NOS: 11-13, 29, and 30. Figure 2-d 
shows SEQ ID NOS: 14-16 and residues 115-200 of SEQ ID NO: 28. 

Amend the paragraph beginning on page 10, line 27 as follows: 

Using each of the FUTIII genes as a template, each nucleic acid 
was amplified by polymerase chain reaction (PCR) method (30 cycles 
of 94°C for 1 minute, 55°C for 1 minute and 72°C for 1 minute) , and 
each amplification product was purified by using MO BIOULTRA CLEAN 
DNA Purification kit : Catalog #12100-300, followed by measurement 
of the concentration of each amplification product by measuring the 
absorbance at 260 nm. The combinations of the primers used for the 
nucleic acids including the sites of mutation were as follows: As 
for the nucleic acid (WT<59> or Le<59>) for which the site of 
mutation at the 59th base was targeted, the region from 1st to 200th 
bases (200 bp) was amplified using a sense primer 
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(atggatcccctgggtgcagc : 20mer) (SEQ ID NO: 17) located at 1st to 20th 
bases and an anti-sense primer (agcaggatcaggagggtggg : 20mer) (SEQ ID 
NO: 18) corresponding to 180th to 200th bases. As for the nucleic 
acid (WT<508> or Le<508>) for which the site of mutation at the 
508th base was targeted, the region from 407th to 612th bases (206 
bp) was amplified using a sense primer (acttggagccaccccctaactgcca : 
25mer) (SEQ ID NO: 19) located at 407th to 431st bases and an anti- 
sense primer (tgagtccggcttccagttggacacca: 25mer) (SEQ ID NO: 20) 
corresponding to 588th to 612th bases. As for the nucleic acid 
(WT<1067> or Le<1067>) for which the site of mutation at the 1067th 
base was targeted, the region from 887th to 1086th bases (200 bp) 
was amplified using a sense primer (tccagagccccaaggacctg : 20mer) (SEQ 
ID NO: 21) located at 887th to 906th bases and an anti-sense primer 
(tcaggtgaaccaagccgct : 19mer) (SEQ ID NO: 22) located at 887th to 
1086th bases. 
IN THE SEQUENCE LISTING 

Please replace the Sequence Listing of record with the Substitute 
Sequence Listing enclosed herewith. 
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